1 Chr., chromosome, and map position based on genome assembly GRCh38.p5. 2 TaqMan assay ID (Thermo Fisher Scientific). 3 Minor allele A1, major allele A2, and minor allele frequency (MAF) observed in our series; MAF calculated using PLINK. NA, not available; COPD, chronic obstructive pulmonary disease * For these SNPs, association with lung cancer risk was attributed on the basis of their strong linkage disequilibrium with other lung cancer risk associated variants (e.g. rs16969968). 
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